introduction
Since 2000, there has been an unexpected and substantial increase in the incidence of hepatitis C virus (HCV) among HIV-1-infected men who have sex with men (MSM). [1] [2] [3] Prevalence of HCV among HIV-uninfected MSM has remained low. 1 HIV may enhance sexual transmission of HCV through increased infectiousness and increased susceptibility. 1, 3 In combination with increased highrisk sexual behavior, these factors most likely allowed HCV to spread sexually. 1, 3 The Multicenter AIDS Cohort Study (MACS) in the United States reported significantly higher HCV incidence rates (IRs) among MSM recruited in 2001-2003 compared with earlier periods. 4 Studies from Switzerland, Spain, and Japan showed an ongoing increase in new HCV infections among HIV-infected MSM from 2008 till 2011/2012. [5] [6] [7] In contrast, data collected during biannual surveys at the sexually transmitted infection clinic in Amsterdam, the Netherlands, suggested that the prevalence of HCV among HIV-infected MSM has stabilized in recent years. 8 We therefore updated our previous analysis in the Amsterdam Cohort Study (ACS) among MSM 9 to examine recent changes in HCV incidence. Also study design and methods differ between the MACS and ACS and could partly explain differences in trends. The MACS is a closed cohort with 3 separate enrolment periods, whereas the ACS has inclusion throughout the study period. In contrast to the ACS, in the MACS, 22
MSM with possible incident HCV infection tested HCV antibody positive for the first time at
IncIdence of acute HcV InfectIon their last study visit were classified as HCV-free, as the MACS definition required 2 consecutive positive visits. 4 In addition, HCV seroconverters with a wide seroconversion interval (≥4 years)
were excluded.
Since the start of the HCV epidemic among HIV-infected MSM, multiple HCV genotypes have been introduced and continued to circulate in this population. Because of the relatively few incident infections in our study, we had limited power to test for trends in HCV genotype distribution over time. Genotype 2b is known to be transmitted mainly through invasive procedures, blood transfusion, and IDU, 13 but the current spread among MSM is most likely through sexual transmission. 14 The initial scope of the ACS was to study the HIV epidemic; hence data on risk factors for HCV were limited. In addition, data on sexual risk behavior were limited after 1999 as described in our Methods section. Recently initiated HCV-specific cohort studies among MSM in the Netherlands, the United Kingdom, and Germany will be better able to provide insight into the role of traditional and sexual risk factors for HCV infection and reinfection among MSM. [15] [16] [17] In 
